
Introduction

Soil salinity has been an important environmental prob-
lem recently. It limits plant growth and crop productivity. It
is known that some plants, which are called halophytes, are
salt tolerant and they can live under saline conditions, but
the exact molecular mechanisms of salinity tolerance is not
well understood [1, 2]. 

Soybean varieties show a spectrum of salt tolerance
ability. The damage of salinity on soybeans depends on the
developmental stage of the plant when subjected to salt
stress. It has been known that the seedling stage of the soy-
bean plant is more sensitive to salt stress [2].

Osmotic stress caused by salinity has more hazardous
effects on the cells. Malondialdehyde (MDA) is an indicator
of osmotic stress, the cell subjected. Therefore, cell mem-
brane stability has been used as a differentiation parameter
to identify salt-tolerant and salt-sensitive cultivars [3].
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Abstract

The aim of our study was to compare the effects of salt stress in two soybean (Glycine max L. Merr.)

varieties. Two soybean genotypes (Ataem-7 and Üstün-1) were grown under 0, 50, 100, and 150 mM NaCl

treatments, and the leaves were harvested for lipid peroxidation analyses, proline content and P5CS gene

expression levels. According to the results of lipid peroxidation analysis, Ataem-7 variety was found to be

more sensitive than Üstün-1 variety for NaCl stress. Proline is an important osmolyte accumulated under envi-

ronmental stresses. As a response to salinity, we determined their proline levels. Proline accumulation in

Ataem-7 variety increased 1.39 fold in accordance with Üstün-1 variety at 150 mM NaCl treatment. Glycine
max Δ1-pyrroline-5-carboxylate synthetase (GmP5CS) gene expression levels under 50, 100 and 150 mM

NaCl stress were determined. When the GmP5CS gene expression level was gradually increased in Üstün-1

variety, the highest gene expression level for Ataem-7 was determined at 100 mM NaCl. The GmP5CS gene

expression in Üstün-1 at 150 mM NaCl increased 2.93 fold compared with 100 mM treatment. When we eval-

uate the relation between proline accumulation and expression levels of GmP5CS gene, it is obvious that accu-

mulations of proline in two soybean varieties are under control of different mechanisms in the presence of

salinity.
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Plants use different biochemical and molecular strategies to
overcome the detrimental effects of salt stress. One of these
defense mechanisms is to accumulate organic solutes. Plant
species adjust to high salt concentrations by increasing tis-
sue osmotic potential with the accumulation of both inor-
ganic and organic solutes. One of their cellular responses to
short- and long-term salt stress is synthesis and accumula-
tion of osmoprotective compounds [4, 5]. These non-toxic
and small molecules are osmotically active compounds and
they increase the osmotic potential [6].

Proline is the major compound that has an ability to pro-
tect the cells via stabilizing the proteins and cellular mem-
branes. In many plant species, it is observed that accumula-
tion of proline under salinity is widely reported [7].

In plants, proline is synthesized in two pathways. The
difference of these pathways is the precursors of proline.
Glutamate is the main precursor. Ornithine is also used as a
precursor indirectly in proline biosynthesis [8-10]. Under
osmotic stress, the glutamate pathway is the main route.
Proline accumulation is regulated by the balance between
synthesis and catabolism. Δ1pyrroline-5-carboxylate syn-
thetase (P5CS) is the rate limiting key enzyme in the pro-
line mechanism [8, 9, 11-13]. P5CS enzyme converted to
pyrroline-5-carboxylate (P5C) spontaneously and this reac-
tion product is reduced to proline by P5C reductase (P5CR)
enzyme [10]. In A. thaliana, the relation between P5CS
gene expression and proline accumulation during osmotic
stress has been reported [10, 14, 15].

In our research, we subjected two soybean genotypes
(Ataem-7 and Üstün-1) to 0, 50, 100, and 150 mm NaCl
stress. The detrimental levels of salt treatments at different
concentrations were determined according to cell mem-
brane lipid peroxidation. The accumulated proline contents
were also determined to evaluate salinity tolerance efficien-
cies of Ataem-7 and Üstün-1 against different NaCl con-
centrations. The P5CS gene expression levels were com-
pared in both varieties, and relations with proline accumu-
lation were discussed. 

Materials and Methods

Plant Materials and Growth Conditions

Ataem-7 and Üstün-1 commercial Glycine max (L.)
Merr. seeds were taken from the Black Sea Agricultural
Research Institute, Samsun, Turkey. The seeds were sown
into pots containing perlit and grown in growth chamber
conditions with 25ºC and 16 h/8 h light/dark regime. The
seeds were watered with ¼-strength Hoagland solution. 

Salt Stress Treatment

Salt treatments with 10-day-old seedlings grown in per-
lit were started by adding the ¼-strength Hoagland solu-
tions containing 0, 50, 100, and 150 mM NaCl. The exper-
iment was designed in a complete randomized parcel with
three replications. This treatment was continued through 7
days. Morphological damages were observed and pho-

tographed after 7 days. After each treatment, the leaves
were harvested and stored at -20ºC until used for analyses. 

Lipid Peroxidation

Frozen leaf samples were ground in liquid nitrogen, and
1 ml extraction medium containing 0.5% (w/v) thiobarbi-
turic acid and 20% (w/v) trichloroacetic acid was added.
The mixture was heated for 30 min at 95ºC. The samples
were cooled to 4ºC and the reaction was stopped. After cen-
trifugation for 10 minutes at 3000 g, absorbances of the
supernatants were determined at 532 and 600 nm.
Extinction coefficient for MDA is 155 mM-1·cm-1. Results
were expressed as µmol MDA·g-1 FW [3]. 

Proline Level

The free proline content was determined according to
Bates et al. [16]. 0.5 g frozen leaf samples were homoge-
nized with 10 ml 3% sulphosalicylic acid at 4ºC. The
extract was filtered with Whattman No. 2 filter paper. In a
test tube, 2 ml filtrate, 2 ml acid-ninhydrin, and 2 ml glacial
acetic acid were added and left at 100ºC for 1 hour.
Reaction was terminated on ice. Reaction mixture was
extracted with 4 ml toluene. The chromophor containing
toluene was seperated from the hydrated phase. The
absorbances at 520 nm were spectrophotometrically deter-
mined using toluene as a blank. Proline concentrations were
calculated according to standard curve and expressed as
µmol proline·g-1 FW. 

RNA Isolation and cDNA Synthesis

Total RNA was extracted from the soybean leaves of
control and salt-stressed plants with Trizol (Invitrogen,
Carlsbad, USA). First-strand cDNA synthesis was per-
formed in a total volume of 20 µl with iScript cDNA syn-
thesis kit for real-time polymer chain reaction (RT-PCR)
(Bio-Rad, USA). Each reaction mixture contained 1 µg of
total RNA, 4 µl iScript reaction mix. Reaction mixtures
were incubated at 25ºC for 5 minutes, 42ºC for 30 minutes,
and then 85ºC for 5 minutes, then stored at 4ºC. The cDNA
concentrations were determined spectrophotometrically
[17].

Primer Design and RT-PCR Analyses

Specific primer pairs were designed for Glycine max
(L.) Merr. P5CS gene with IDT (Integrated DNA
Technologies, USA) primer design software. Primer pairs
of Glycine max delta-pyrroline-5-carboxylate synthetase
(GmP5CS) gene (GenBank accession No. AY492005.1)
used for the amplification were: 5’-GGCTGCAATGC-
CATGGAAACTCTT-3’ and 5’-ACTTGCCTTGGGTC-
CTCCATACAA-3’. We used Glycine max forrest beta-
tubulin (tubB3) (GenBank accession No. U12286.1) as a
housekeeping gene. The designed primer pairs for beta-
tubulin gene were 5’-AGCGTGTGTGACATTGCTCCTA-
GA-3’ and 5’-TCGTTCATGTTGCTCTCTGCC TCT-3’.
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RT-PCR amplifications were performed in a 25 µl reaction
mixture containing 500 ng cDNA template and 12.5 µl iQ
SYBR green Supermix (Bio-Rad, USA). The PCR amplifi-
cation conditions for GmP5CS and beta-tubulin genes were
as follows: 10 min at 94ºC followed by 41 cycles of 30 s at
94ºC, 30 s at 62ºC, and finally 60 s at 72ºC, followed by
72ºC 5 min. The polymerase chain reaction product sizes
were corrected by electrophoresis on 2% agarose gels [18].

Relative Quantification

Comparison of relative expression results between the
salinity treatments in both soybean cultivars were deter-
mined according to “delta-delta CP method” in real time
PCR [19].

Statistical Analysis

The results are presented as mean values ±standard
errors. Statistical significance between mean values was
assessed by analysis of variance and Duncan’s multiple
range tests. A probability of (0.05) was considered signifi-
cant.

Results

To evaluate the detrimental effects of salinity on soy-
bean plants, morphological changes were detected, and
these changes were supported with biochemical parame-
ters. The leaf growth of soybean plants was observed to be
affected by salinity stress. The effects of three different salt
concentrations were first detected due to visual symptoms
of damages on the leaves of two commercial soybean vari-
eties. The yellowing-browning areas on the leaves were
observed as the visual symptoms of salt stress response
after 7 days of irrigation with 150 mM NaCl in both vari-
eties (Fig. 1). 

Lipid Peroxidation

Lipid peroxidation is an important paremeter to deter-
mine the oxidative damage level caused by environmental
stress. Salinity induced increases in lipid peroxidation as
estimated through MDA production in leaves of soybean
cultivars (Fig. 2). The increase in lipid peroxidation of
Üstün-1 variety was observed higher than Ataem-7 variety
at 50 and 100 mM NaCl stress. At 150 mM NaCl stress,
while MDA levels for control plants of Üstün-1 and Ataem-
7 were 0.05 and 0.04 µmol/g FW, lipid peroxidation rates
were increased to 0.25 and 0.34 µmol/g FW after 150 mM
NaCl treatment, respectively (p<0.05). In this study, we
defined the salt sensitivities of soybean varieties due to lipid
peroxidation rates. 

Proline Accumulation

Free proline contents in leaves of control and NaCl-
treated plants of two soybean varieties were determined on
the day seven of stress (Fig. 3). In control groups, the pro-
line contents were nearly non-detectable. In both varieties,
proline accumulation increased due to increased NaCl con-
centration subjected. The results showed that increases in
proline levels between cultivars were not statistically dif-
ferent under 50 and 100 mM NaCl concentrations. A great
difference was found in proline accumulation between two
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Üstün-1  

           Control 50 mM NaCl 100 mM NaCl 150 mM NaCl 

Ataem-7      

            Control 50 mM NaCl 100 mM NaCl 150 mM NaCl 
Fig. 1. The morphological changes of the leaves of Üstün-1 and Ataem-7 soybean cultivars.
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Fig. 2. MDA content in leaves of control and NaCl-stressed
soybean cultivars. Values are means of 3 replicates. Vertical
bars indicate ±S.D.



soybean cultivars at 150 mM NaCl stress. In a particular
Ataem-7 variety, proline levels were significantly stimulat-
ed; being aproximately 1.39-fold more in comparison to
Üstün-1 variety (p<0.05). 

Differential Expression of Glycine max
delta-pyrroline-5-carboxylate Synthetase Gene
(GmP5CS) under Different Salinity Conditions

GmP5CS gene expression level was determined at con-
trol and salt-treated groups in both soybean varieties by
RT-PCR. Beta-tubulin (tub B3) cDNA fragment of 195 bp
was used as a loading control gene. For GmP5CS gene
expression analyses, gene-specific primers for 123 bp
region of GmP5CS gene were used. The results of
GmP5CS gene expression analysis studies were given in
Fig. 4. The data given in the figure represent the changes
in fold ratio of expression levels of GmP5CS gene in
leaves of two soybean varieties with respect to control
under three different NaCl concentrations. We found that
in Üstün-1 variety, according to increasing NaCl concen-
trations, the expression levels were found 1.05, 1.5, and
4.45 fold more expressed than control, respectively. At
Ataem-7 variety 0.55, 5, and 0.53 fold increases in expres-
sion level of GmP5CS gene were recorded in response to
50, 100, and 150 mM NaCl treatments, respectively (Fig.
4). The highest expression level for Ataem-7 variety was
observed at 100 mM NaCl treatment. The amount of
expression increased by 9.09 fold at 100 mM NaCl when
compared to 50 mM NaCl. When the seedlings were sub-
jected to 150 mM NaCl, the expression level of GmP5CS
gene was found nearly to 50 mM NaCl level (Fig. 4). In
spite of these findings in Ataem-7, the expression level for
delta-pyrroline-5-carboxylate synthetase gene was gradu-
ally increased in Üstün-1 cultivar. The GmP5CS gene
expression in soybean plants subjected to 150 mM NaCl
increased by 4.24 and 2.93 fold in Üstün-1 cultivar when
compared to 50 and 100 mM NaCl, respectively (Fig. 4).
GmP5CS transcripts were detected (screened) in the leaves
of salt-stressed plants and are given in Fig. 5. The tran-

scripts in Ataem-7 soybean variety increased in response to
100 mM NaCl. The accumulation of GmP5CS mRNA was
observed in response to 150 mM salt stress in Üstün-1
variety (Fig. 5).

Discussion

In this study, we evaluated the effects of salinity on two
soybean cultivars and the relations between proline accu-
mulation and GmP5CS gene expression levels. 

Salinity is an important environmental stress and the
plants show different salt stress sensitivites. MDA content
is reported to increased due to increasing salinity stress
level subjected [3, 4, 9, 20]. We examined the lipid peroxi-
dation rates to determine the sensitivity differences between
the soybean cultivars under salinity conditions. In both
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Fig. 3. Free proline content in leaves of control and NaCl-
stressed soybean cultivars. Values are means of 3 replicates.
Vertical bars indicate ±S.D. 

Fig. 4. Effects of different concentrations of salt stress on P5CS
expression in Ataem-7 and Üstün-1 varieties (Means±SD).

Fig. 5. Expression of P5CS in Ataem-7 and Üstün-1 variety. (A)
β-tubulin expression in response to various treatments as
housekeeping gene. (B) P5CS expression in two soybean culti-
vars in response to 50, 100, and 150 mM NaCl. Expressions in
the leaves were detected by RT-PCR. The P5CS specific frag-
ment was amplified by RT-PCR with 41 cycles. 
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varieties, lipid peroxidation levels were increased accord-
ing to the increasing NaCl concentrations. We observed that
the Ataem-7 variety is more sensitive to NaCl stress than
the Üstün-1 variety.

Plants have different ways of respond to salinity as they
have different tolerance capacities. In this study, we deter-
mined the proline accumulation as a result of salt stress.
Proline accumulation is affected by different factors like
genetic differences [7, 21]. Proline accumulation is defined
by some scientists as a tolerance parameter. Some
researchers reported that there is a positive correlation
between stress tolerance and accumulation of proline con-
tent [7, 22-25]. Wang and Han [25] observed proline accu-
mulation with increased salt concentration. Giannakoula et
al. [26], reported higher proline accumulation under alu-
minium stress in maize in tolerant lines than stress-sensitive
plants. But still it is not clear that if proline accumulation is
a stress effect or it is a cause of stress tolerance [21, 23, 25].
Cha-um and Kirdmane [27] observed that the proline con-
tent is increased in the leaf tissues of sensitive lines of sug-
arcane under salinity and water deficit conditions than tol-
erant genotypes. Jampeetong and Brix [28] studied effects
of salinity on Salvinia natans at 0, 50, 100, and 150 mM
NaCl concentrations. They reported that proline accumula-
tion increased according to the subjected salinity stress.
Lacerda et al. [29] and Demiral and Türkan [30] also report-
ed that proline accumulation is seen in the sensitive culti-
vars under salt stress. Lutts et al. [31] observed more pro-
line accumulation in the leaves of salt-sensitive rice cultivar
after 10 days of stress. 

In contrast, in our study we observed a lack of relation-
ship between salinity tolerance and proline accumulation.
We found more proline content in salt-sensitive cultivar
Ataem-7. All these results support that tolerance mecha-
nisms in plants are highly affected by morphological and
physiological modifications specific to those plants [31,
32].

P5CS has been reported as the main responsible gene
in proline biosynthesis [31]. Also, proline decomposition
by proline dehydrogenase enzyme, which is a mitochondr-
ial enzyme, is another mechanism that increases the pro-
line concentration. Transgenic approaches to improve tol-
erance by inducing proline accumulation is studied in
tobacco and A. thaliana [24, 33]. The expression level of
this gene is very important to understand the mechanisms
of accumulation. In our study, the proline concentration
results at 100 mM NaCl showed that Ataem-7 and Üstün-
1 varieties had nearly the same level of proline in leaves,
but transcripts of the gene didn’t show the same behavior.
These results show that the accumulation of proline in two
soybean varieties are under control of different mecha-
nisms in the presence of salinity. The gradual increases of
GmP5CS expression in Üstün-1 variety seem to be related
to salt tolerance. But the increment level of GmP5CS
expression ratio in Ataem-7 at 100 mM NaCl is found
more than Üstün-1 variety. GmP5CS gene expression lev-
els showed 8.7 fold increase at Üstün-1 variety when com-
pared to Ataem-7 after 150 mM NaCl treatment. The inter-
esting point is the differences between high proline content

and low expression levels of GmP5CS in sensitive cultivar
Ataem-7 at 150 mM NaCl. This finding indicates that the
proline accumulation can not be only a result of increased
stress-inducible expression of delta-pyrroline-5-carboxy-
late synthetase gene.

It is known that proline production may vary among
cultivars. Proline concentration is under control of synthe-
sis and catabolism mechanisms of proline [31]. The leaves
of Ataem-7 have pigment degradation as a result of high
osmotic stress. Lipid peroxidation results confirm these
morphological findings. The highest proline level of
Ataem-7 was determined at 150 mM NaCl. But the
GmP5CS gene expression level responsible to accumulate
proline decreased nearly to control level. In this situation,
proline degradation is expectative. In many plants, feed-
back inhibition of the P5CS enzyme is studied [17, 32, 33].
The reported result of this mechanism is to block the pro-
line synthesis and to effect the redox potential in plastids
and accelerate chlorophyll damage [13]. As a result, in the
Ataem-7 cultivar it is obvious that GmP5CS gene expres-
sion is not the only responsible mechanism of proline accu-
mulation. Therefore, beyond GmP5CS, other targets should
be considered in further studies. 

References

1. MARCHANDA G., GARG N. Salinity and its effects on the
functional biology of legumes. Acta Physiol. Plant 30, 595,
2008.

2. PHANG T.H., SHAO G., LAM H.M. Salt Tolerance in
Soybean. J. Integ. Plant Biol. 50, (10), 1196, 2008.

3. NETO A.D.A., PRISCO J.T., ENÉAS-FILHO J., ABREU
C.E.B., GOMES-FILHO E. Effect of salt stress on antiox-
idative enzymes and lipid peroxidation in leaves and roots of
salt-tolerant and salt-sensitive maize genotypes. Environ.
Exp. Bot. 56, 87, 2006.

4. YAZICI I., TÜRKAN İ., SEKMEN A. H., DEMIRAL T.
Salinity tolerance of purslane (Portulaca oleracea L.) is
achieved by enhanced antioxidative system, lower level of
lipid peroxidation and proline accumulation. Environ. Exp.
Bot. 61, 49, 2007.

5. BANU N.A., HOQUE A., WATANABE-SUGIMOTO M.,
MATSUOKA K., NAKAMURA Y., SHIMOISHI Y.,
MURATA Y. Proline and glycine betaine induce antioxidant
defense gene expression and suppress cell death in cultured
tobacco cells under salt stress. J. Plant Physiol. 166, (2), 146,
2009. 

6. APSE M.P., BLUMWALD E. Engineering salt tolerance in
plants. Curr. Opin. Biotech. 13, 146, 2002.

7. MARTINEZ C.A., MAESTRI M., LANI E.G. In vitro salt
tolerance and proline accumulation in andean potato
(Solanum spp.) differing in frost resistance. Plant Sci. 116,
117, 1996.

8. HMIDA-SAYARI A., GARGOURI-BOUZID R., BIDANI
A., JAOUA L., SAVOURÉ A., JAOUA S. Overexpression
of Δ1-pyrroline-5-carboxylate synthetase increases proline
production and confers salt tolerance in transgenic potato
plants. Plant Sci. 169, 746, 2005.

9. KRISHNAN N., DICKMAN M.B., BECKER D.F. Proline
modulates the intracellular redox environment and protects
mamalian cells against oxidative stress. Free Radical Bio.
Med. 44, 671, 2008.

Evaluation of Proline Accumulation... 563



10. SZABADOS L., SAVOURÉ A. Proline: a multifunctional
aminoacid. Trends Plant Sci. 15, (2), 89, 2010.

11. JALEEL C.A., GOPI R., SANKAR B., MANIVANNAN P.,
KISHOREKUMAR A., SRIDHARAN R., PANNEERSEL-
VAM R. Studies on germination seedling vigour, lipid per-
oxidation and proline metabolism in Catharanthus roseus
seedlings under salt stress. S. Afr. J. Bot. 73, 190, 2007.

12. JALEEL C.A., MANIVANNAN P., LAKSHMANAN
G.M.A., SRIDHARAN R., PANNEERSELVAM R. NaCl
as a physiological modulator of proline metabolism and
antioxidant potential in Phyllanthus amarus. C.R. Biologies
330, 806, 2007.

13. HONG-BO S., LI-YE C., MING-AN S., JALEEL C.A.,
HONG-MEI M. Higher plant antioxidants and redox signal-
ing under environmental stresses. C.R. Biologies 331, 433,
2008.

14. LIU J., ZHU J.K. Proline accumulation and salt-stress-
induced gene expression in a salt hypersensitive mutant of
Arabidopsis. Plant Physiol. 114, 591, 1997. 

15. SILVA-ORTEGA C.O., OCHOA-ALFARO A.E., REYES-
AGÜERO J.A., AGUADO-SANTACRUZ G.A.,
JIMÉNEZ-BREMONT J.F. Salt stress increases the expres-
sion of p5cs gene and induces proline accumulation in cac-
tus pear. Plant Physiol. Biochem. 46, 82, 2008.

16. BATES L.S., WALDERN R.P, TEARE I.D. Rapid determi-
nation of free proline for water stress studies. Plant Soil 39,
205, 1973.

17. MA L., ZHOU E., GAO L., MAO X., ZHOU R., JIA J.
Isolation, expression analysis and chromosomal location of
P5CR gene in common wheat (Triticum aestivum L.). S. Afr.
J. Bot. 74, 705, 2008.

18. KIEFER E., HELLER W., ERNST D. A simple and efficient
protocol for isolation of functional RNA from plant tissues
rich in secondary metabolites. Plant Mol. Biol. Rep. 18, 33,
2000.

19. PFAFFL M.W., GERSTMAYER B., BOSIO A.,
WINDISCH W. Effect of zinc deficiency on the mRNA
expression pattern in liver and jejenum of adult rats:
Monitoring gene expression using cDNA microarrays com-
bined with real-time RT-PCR. J. Nutr. Biochem. 14, 691,
2003.

20. KOCA H., BOR M., ÖZDEMIR F., TÜRKAN İ. The effect
of salt stress on lipid peroxidation, antioxidative enzymes
and proline content of sesame cultivars. Environ. Exp. Bot.
60, 344, 2007.

21. KUMAR S.G., REDDY A.M., SUDHAKAR C. NaCl
effects on proline metabolism in two high yielding geno-
types of mulberry (Morus alba L.) with contrasting salt tol-
erance. Plant Sci. 165, 1245, 2003.

22. NAKAMURA I., MURAYAMA S., TOBITA S., BONG
B.B., YANAGIHARA S., ISHIMINE Y., KAWAMITSU Y.
Effect of NaCl on the photosynthesis, water relations and
free proline accumulation in the wild Oryza species. Plant
Prod. Sci. 5, (4), 305, 2002.

23. MISRA N., GUPTA A.K. Effect of salt stress on proline
metabolism in two high yielding genotypes of green gram.
Plant Sci. 169, 331, 2005.

24. ASHRAF M., FOOLAD M.R. Roles of glycine betaine and
proline in improving plant abiotic stress resistance. Environ.
Exp. Bot. 59, 206, 2007.

25. WANG H., HAN J. Changes in proline content, activity, and
active isoforms of antioxidative enzymes in two alfalfa cul-
tivars under salt stress. Agric Sci China 8, (4), 431, 2009.

26. GIANNAKOULA A., MOUSTAKAS M., MYLONA P.,
PAPADAKIS I., YUPSANIS T. Aluminum tolerance in
maize is correlated with increased levels of mineral nutri-
ents, carbohydrates and proline, and decreased levels of lipid
peroxidation and Al accumulation. J. Plant Physiol. 165,
385, 2008.

27. CHA-UM S., KIRDMANEE C. Proline accumulation, pho-
tosynthetic abilities and growth characters of sugarcane
(Saccharum officinarum L.) plantlets in response to iso-
osmotic salt and water-deficit stress. Agric. Sci. China 8, (1),
51, 2009.

28. JAMPEETANG A., BRIX H. Effects of NaCl salinity on
growth, morphology, photosynthesis and proline accumula-
tion of Salvinia natans. Aquat. Bot. 91, 181, 2009.

29. LACERDA C.F., CAMBRAIA J., OLIVA M.A., RUIZ
H.A., PRISCO J.T. Solute accumulation and distribution
during shoot and leaf development in two sorghum geno-
types under salt stress. Environ. Exp. Bot. 49, 107, 2003.

30. DEMIRAL T., TÜRKAN İ. Comparative lipid peroxidation,
antioxidant defense systems and proline content in roots of
two rice cultivars differing in salt tolerance. Environ. Exp.
Bot. 53, 247, 2005.

31. LUTTS S., MAJERUS V., KINET J.M. NaCl effects on pro-
line metabolism in rice (Oryza sativa) seedlings. Physiol.
Plant 105, 450, 1999.

32. HIEN D.T., JACOBS M., ANGENON G., HERMANS C.,
THU T.T., SON L.V., ROOSENS N.H. Proline accumula-
tion and Δ1-pyrroline-5-carboxylate synthetase gene proper-
ties in three rice cultivars differing in salinity and drought
tolerance. Plant Sci. 165, 1059, 2003.

33. HONG Z., LAKKINENI K., ZHANG Z., VERMA D.P.S.
Removal of feedback inhibition of Δ1-pyrroline-5-carboxy-
late synthetase results in increased proline accumulation and
protection of plants from from osmotic stress. Plant Physiol.
122, 1129, 2000.

564 Çelik Ö., Atak Ç. 


